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Fitness (Unnormalized)

SB2B 1H3 #3 (gMed=83 rho12=0.303)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 1H6 #6 (gMed=371 rho12=0.497)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 1H10 #10 (gMed=243 rho12=0.565)
D,L-Lactate
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Fitness (Unnormalized)

SB2B 1H11 #11 (gMed=381 rho12=0.486)
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Fitness (Unnormalized)

SB2B 1H13 #13 (gMed=404 rho12=0.450)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 1H16 #16 (gMed=209 rh012=0.462)
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Fitness (Unnormalized)

SB2B 1H17 #17 (gMed=227 rh012=0.534)

L-Glutamine
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Fitness (Unnormalized)

SB2B 1H18 #18 (gMed=433 rh012=0.446)
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Fitness (Unnormalized)

SB2B 1H19 #19 (gMed=395 rh012=0.322)
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Fitness (Unnormalized)

SB2B 1H20 #20 (gMed=404 rho12=0.195)
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Fitness (Unnormalized)

SB2B 1H21 #21 (gMed=327 rho12=0.548)
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Fitness (Unnormalized)

SB2B 1H22 #22 (gMed=412 rho12=0.501)
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Fitness (Unnormalized)

SB2B 1H23 #23 (gMed=384 rh012=0.451)
Adenosine
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Fitness (Unnormalized)

SB2B 1H24 #24 (gMed=383 rh012=0.443)
Uridine

o
i
|

o

o

°
N oo oo - . o
o 00O ® OM® O @WODO®O OO0 00 O 0O ® 0GDOCOO GPO® OO0 WOMOOo
I I I I I
0e+00 1le+06 2e+06 3e+06 4e+06

Position on Main Scaffold



Fitness (Unnormalized)

SB2B 1H25 #25 (gMed=409 rho12=0.487)
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Fitness (Unnormalized)

SB2B 1H26 #26 (gMed=426 rho12=0.395)
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Fitness (Unnormalized)

SB2B 1H27 #27 (gMed=393 rh012=0.480)
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Fitness (Unnormalized)

SB2B 1H28 #28 (gMed=357 rh012=0.413)
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Fitness (Unnormalized)

SB2B 1H29 #29 (gMed=130 rh012=0.283)
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Fitness (Unnormalized)

SB2B 1H30 #30 (gMed=147 rho12=0.417)
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Fitness (Unnormalized)

SB2B 1H32 #32 (gMed=244 rho12=0.561)
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Fitness (Unnormalized)

SB2B 1H33 #33 (gMed=394 rh012=0.523)
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Fitness (Unnormalized)

SB2B 1H34 #34 (gMed=414 rh012=0.214)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 1H36 #36 (gMed=378 rh012=0.520)
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Fitness (Unnormalized)

SB2B 1H38 #38 (gMed=259 rho12=0.150)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 1H41 #41 (gMed=370 rho12=0.211)
LB rep2 t2
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Fitness (Unnormalized)

SB2B 1H42 #42 (gMed=375 rh012=0.129)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 1H48 #48 (gMed=419 rho12=0.466)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 2H9 #57 (gMed=350 rh012=0.418)
D,L-Lactate

&

o o

Position on Main Scaffold

°© o o o © o
— o a oo 0 0 0 oD OG0 o oo 008 o 0 000 0 OAOG OO CID® OO amOa 00
I I I I I
0e+00 1le+06 2e+06 3e+06 4e+06




=0.441)

426 rhol2

D,L-Lactate

SB2B 2H10 #58 (gMed

<]

@

0 0ImmOO0 0 OAOod® 0O CD® OO0 aWoa OO0

O 00 ® 00 O

B o® o 0 0 @wd oc@o

o

(pazirewouun) ssaul4

le+06 2e+06 3e+06 4e+06

0e+00

Position on Main Scaffold



Fitness (Unnormalized)
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Fitness (Unnormalized)

o
— OO O ©O O @G GrEED OWD O OWO®O O 8)0 © O dIOEO’OCO OddOGDAd DO GD GO®OO0

SB2B 2H21 #69 (gMed=389 rh012=0.516)

o o (o}

<)
4 o

o ° o oo 00 o Oo o
o 8 0%o
s © ° o o

o

L-Lactate
— o L) () o © L0 @P o© o aD o o 000 O
o
o Oo Ooogo °°§> © °
o 5 °o of % o
o o ) ©
o% Od)
& % o %O 8
%o
o S
o 8
p— oo
o B
[)
o°° %
8

o

I I I I I
0e+00 le+06 2e+06 3e+06 4e+06

Position on Main Scaffold




Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 2H30 #78 (gMed=403 rh012=0.458)

Gly-Glu

o
— 08 00 @O0 a0

8, 8 °
o o
0°8 8
o o 5 © o
© o o o o °
34 ° 8 og 5 o 0%
o o o © o
o o o
° - o o ©
o ° © o o o
-] oo © o
o o 0© o o ©
)
]
%o o o 00 o o ° o
<) o ©
. 8 . )

o
O OO @ 00 O O O @® 0O 0OCOGROGI O OGDOOCEd OO D ADOM® O

I
0e+00

I I I I
1le+06 2e+06 3e+06 4e+06

Position on Main Scaffold




Fitness (Unnormalized)

SB2B 2H31 #79 (gMed=483 rh012=0.326)
Gelatin

o
i
|
(I\l_ o oomooo o o ®@o oo ® o Wwo ® ‘oom o ooo
I I I I I
0e+00 1le+06 2e+06 3e+06 4e+06

Position on Main Scaffold



Fitness (Unnormalized)

SB2B 2H32 #80 (gMed=444 rho12=0.288)
casaminos

8
— o O 00 000 © o o o o ooo am O O 00 0O @@ 00 O 000 o

I I I I I
0e+00 le+06 2e+06 3e+06 4e+06

Position on Main Scaffold



Fitness (Unnormalized)

o o o
o ° o ©° 9 o 008°
1 - 00 & 5 58 G ©° 2%,
o g o o o° [} o o o o 4
o
o o] o © <]
o o o ° o © o ©
8 [ °° 8 000 o
(<] © 8 ° [°]
o o 8 o o
o . o o R N
o o o © o 0o
o o © o [}
o o o® o oo o o
o° © o o o ©

o
— oo @M O©®O 00 O GO oD B P oo Od @ CoComOO0 O @D O@d ab 0D O GDOOADOAD O OO o

SB2B 2H33 #81 (gMed=304 rh012=0.540)

Putrescine
oo [ ) o o omo o0 o m@m o0 oo o
o
o
o o oo ©
o [
o o s
© o
o
o © [
[:] o o
o °° o
Do © o 00 o
— o o o o
3 ° o o @ 000 & % 0,0 %o
o

Soo° Q.,
b P Omeoo ?P Gocpo
Do 0%, Po 3° 9

o o~ o o0
) %oo°o °©
o %o

o © o

I I I I I
0e+00 le+06 2e+06 3e+06 4e+06

Position on Main Scaffold



Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 3H9 #105 (gMed=411 rh012=0.270)
L—-Asparagine (N)

— o 00000 0 ®®O @0 000 000 oome® 0 00 @mmo © @ o
o © o © ° o 9
o o © oo 5 %o
° °© o 4 ° 0%0 © [ [} °
o o 0 o o ©
[ o
S o o% Q o ® ° o o
© o o o 0%° o © ©
o 5 ° o

o o o °
— D a0 o o® © amo o8 oo a® 0 @®dcoomoo woom @ ° 0ol o oooap o

I I I I I
0e+00 le+06 2e+06 3e+06 4e+06

Position on Main Scaffold



Fitness (Unnormalized)

SB2B 3H10 #106 (gMed=578 rh012=0.371)
L-Serine (N)

— o o@m 0 0 0 odip @O 8 ocom 0 0 PO OOWIMOO O GAO® O ODO® OO GO O

I I I I I
0e+00 le+06 2e+06 3e+06 4e+06

Position on Main Scaffold
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Fitness (Unnormalized)

SB2B 3H13 #109 (gMed=515 rh012=0.387)
Cytidine (N)
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Fitness (Unnormalized)

SB2B 3H14 #110 (gMed=382 rh012=0.432)
L-Leucine (N)
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Fitness (Unnormalized)

SB2B 3H15 #111 (gMed=264 rh012=0.463)
L-Lysine (N)
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Fitness (Unnormalized)

SB2B 3H16 #112 (gMed=454 rh012=0.309)
L—Aspartic Acid (N)
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Fitness (Unnormalized)

SB2B 3H17 #113 (gMed=511 rho12=0.382)

Adenosine (N)
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Fitness (Unnormalized)

SB2B 3H18 #114 (gMed=348 rh012=0.491)
D-Glucosamine Hydrochloride (N)

— ) ) g oo o o 000 © o o )
)
., ®
4 o
o g °0 ,
0% ) - o
o <) 00
° o0 : ° & ° %
o
8, ° § o o ©
o o © OO% o o
— o o ° o ° o ©
° o Qoo o o
o ®
o © © 5° o o ©° 0%0 & L o
od ° o oo ° goo o oo 000080 N 006
8o © o8 288 % Bgl® & o °
?9°° o o 8,208 °% o o%@o % o0, ©0 0 @
< 09 o°°L %%&%%00@00%00 o & 4
) &
08 S &

o [}

o o
[}
0O 00@® 0 O O EAWCOBO O G @O 0OOOOMd O O OMADOOOM OGD O @dad CI@ 000 WO o 8

0e+00 le+06 2e+06 3e+06 4e+06

Position on Main Scaffold




Fitness (Unnormalized)

SB2B 3H19 #115 (gMed=528 rh012=0.474)
Ammonium chloride (N)
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Fitness (Unnormalized)

SB2B 3H20 #116 (gMed=594 rho12=0.451)
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Fitness (Unnormalized)

SB2B 3H21 #117 (gMed=210 rh012=0.428)
Glycine (N)
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Fitness (Unnormalized)

SB2B 3H22 #118 (gMed=471 rho12=-0.005)
TimeO
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Fitness (Unnormalized)

SB2B 3H23 #119 (gMed=427 rh012=0.493)
L-Arginine (N)
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Fitness (Unnormalized)

SB2B 3H24 #120 (gMed=550 rh012=0.411)
L—Histidine (N)
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Fitness (Unnormalized)

SB2B 3H25 #121 (gMed=556 rh012=0.276)
L-Glutamic (N)
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Fitness (Unnormalized)

SB2B 3H26 #122 (gMed=214 rho12=0.131)

L-Glutamine (N)
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Fitness (Unnormalized)

SB2B 3H27 #123 (gMed=452 rh012=0.348)
casaminos (N)
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285 rh012=0.292)

SB2B 3H28 #124 (gMed

NAG (N)
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Fitness (Unnormalized)

SB2B 3H29 #125 (gMed=383 rh012=0.154)
L—-Asparagine (N)
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560 rh012=0.452)

SB2B 3H30 #126 (gMed

L-Serine (N)
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Fitness (Unnormalized)

SB2B 3H31 #127 (gMed=324 rh012=0.452)
L-Threonine (N)
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304 rh012=0.472)

SB2B 3H32 #128 (gMed

Putrescine (N)
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Fitness (Unnormalized)

SB2B 3H33 #129 (gMed=485 rh012=0.407)
Cytidine (N)
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546 rh012=0.496)

SB2B 3H34 #130 (gMed

L-Leucine (N)
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Fitness (Unnormalized)

SB2B 3H35 #131 (gMed=430 rh012=0.512)
L-Lysine (N)
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Fitness (Unnormalized)

SB2B 3H36 #132 (gMed=587 rho12=0.368)

L—Aspartic Acid (N)
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Fitness (Unnormalized)

SB2B 3H37 #133 (gMed=150 rh012=0.359)
Adenosine (N)
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214 rh012=0.467)

SB2B 3H38 #134 (gMed

D-Glucosamine Hydrochloride (N)
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Fitness (Unnormalized)

SB2B 3H39 #135 (gMed=471 rh012=0.514)
Ammonium chloride (N)
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Fitness (Unnormalized)

SB2B 3H40 #136 (gMed=377 rho12=0.446)
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Fitness (Unnormalized)

SB2B 3H41 #137 (gMed=203 rh012=0.465)
Glycine (N)
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Fitness (Unnormalized)

SB2B 3H42 #138 (gMed=361 rho12=0.015)
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Fitness (Unnormalized)

SB2B 3H43 #139 (gMed=485 rho12=-0.028)
TimeO
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Fitness (Unnormalized)

SB2B 3H44 #140 (gMed=393 rh012=0.012)
TimeO
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Fitness (Unnormalized)

SB2B 3H45 #141 (gMed=603 rh012=0.410)
Nickel (1) chloride 0.625 mM
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Fitness (Unnormalized)

SB2B 3H46 #142 (gMed=3 rh012=0.064)
Nickel (I1) chloride 1 mM
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Fitness (Unnormalized)

SB2B 3H47 #143 (gMed=56 rho12=0.343)
Cobalt chloride 0.078125 mM
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Fitness (Unnormalized)

SB2B 3H48 #144 (gMed=495 rho12=0.006)
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=0.280)

213 rhol2

SB2B 4H1 #145 (gMed

sodium fluoride 25 mM
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Fitness (Unnormalized)

SB2B 4H2 #146 (gMed=124 rho12=0.359)
sodium fluoride 50 mM
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Fitness (Unnormalized)

SB2B 4H3 #147 (gMed=273 rh012=0.489)
Paraquat dichloride 0.03125 mg/mi
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Fitness (Unnormalized)

SB2B 4H4 #148 (gMed=7 rh012=0.152)
Paraquat dichloride 0.0625 mg/mi
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Fitness (Unnormalized)

SB2B 4H5 #149 (gMed=10 rh012=0.048)
Thallium(l) acetate 0.0078125 mg/ml
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Fitness (Unnormalized)

SB2B 4H6 #150 (gMed=7 rh012=0.082)
Thallium(l) acetate 0.015625 mg/ml
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Fitness (Unnormalized)

SB2B 4H7 #151 (gMed=174 rh012=0.200)
Cisplatin 0.025 mg/ml
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Fitness (Unnormalized)

SB2B 4H8 #152 (gMed=312 rho12=0.409)
Zinc 0.15625 mM
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Fitness (Unnormalized)

SB2B 4H9 #153 (gMed=133 rh012=0.371)

Zinc 0.3125 mM
— o o o o 00 o0 om o o om oo oo o @o
? o )
g o° © o °
o ° .
o o o o
© ° % o ° o
o o
o o g o
o ° o °3
o

I I I
2e+06 3e+06

Position on Main Scaffold

4e+06




193 rho12=0.160)

SB2B 4H10 #154 (gMed
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Fitness (Unnormalized)

SB2B 4H11 #155 (gMed=319 rho12=0.356)
nitrite 5 mM
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Fitness (Unnormalized)

SB2B 4H12 #156 (gMed=338 rh012=0.352)
nitrite 10 mM
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Fitness (Unnormalized)

SB2B 4H13 #157 (gMed=325 rh012=0.466)
nitrate 200 mM
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Fitness (Unnormalized)

SB2B 4H14 #158 (gMed=250 rh012=0.467)
Sisomicin 0.00390625 mg/ml
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170 rh012=0.274)

SB2B 4H15 #159 (gMed

Chlorite 0.078125 mM
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Fitness (Unnormalized)

SB2B 4H16 #160 (gMed=348 rh012=0.306)
Chlorite 0.15625 mM
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Fitness (Unnormalized)

SB2B 4H17 #161 (gMed=417 rho12=0.395)
perchlorate 100 mM
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1rh012=0.243)

SB2B 4H18 #162 (gMed

Polymyxin B sulfate 0.0078125 mg/ml
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Fitness (Unnormalized)

SB2B 4H19 #163 (gMed=408 rho12=-0.008)
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Fitness (Unnormalized)

SB2B 4H20 #164 (gMed=265 rho12=0.222)
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Fitness (Unnormalized)

SB2B 4H21 #165 (gMed=447 rh012=0.392)
Benzethonium chloride 0.00625 mM
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Fitness (Unnormalized)

SB2B 4H22 #166 (gMed=17 rho12=0.239)

Benzethonium chloride 0.009 mM
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Fitness (Unnormalized)
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SB2B 4H23 #167 (gMed=341 rho12=0.289)
Aluminum chloride 0.625 mM
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Fitness (Unnormalized)
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SB2B 4H24 #168 (gMed=384 rh012=0.268)
Aluminum chloride 1.25 mM
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Fitness (Unnormalized)

SB2B 4H25 #169 (gMed=409 rho12=0.296)
Aluminum chloride 2.5 mM
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Fitness (Unnormalized)

SB2B 4H26 #170 (gMed=407 rh012=0.281)
benzoic 0.29 mg/mi
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9 rh012=0.192)

SB2B 4H27 #171 (gMed

Phosphomycin 0.00390625 mg/ml
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Fitness (Unnormalized)

SB2B 4H28 #172 (gMed=3 rh012=0.222)
Phosphomycin 0.015625 mg/ml
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Fitness (Unnormalized)

SB2B 4H29 #173 (gMed=433 rh012=0.474)

Bacitracin 0.125 mg/ml
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Fitness (Unnormalized)

SB2B 4H30 #174 (gMed=373 rh012=0.493)
Bacitracin 0.25 mg/mi
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Fitness (Unnormalized)

SB2B 4H31 #175 (gMed=5 rh012=0.231)
Bacitracin 0.5 mg/mi
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Fitness (Unnormalized)

SB2B 4H32 #176 (gMed=66 rho12=0.387)

Fusidic 0.0625 mg/mi
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345 rh012=0.300)

SB2B 4H33 #177 (gMed

Dimethyl Sulfoxide 5 vol%
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Fitness (Unnormalized)

SB2B 4H34 #178 (gMed=393 rho12=0.235)
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Fitness (Unnormalized)

SB2B 4H35 #179 (gMed=23 rho12=0.189)

Vancomycin 0.015625 mg/ml
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Fitness (Unnormalized)

SB2B 4H36 #180 (gMed=3 rh012=0.242)
Cephalothin 0.00976562 mg/ml
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Fitness (Unnormalized)

SB2B 4H37 #181 (gMed=176 rh012=0.255)
A22 0.0109375 mg/ml

0e+00 le+06 2e+06 3e+06 4e+06

Position on Main Scaffold



Fitness (Unnormalized)

SB2B 4H38 #182 (gMed=224 rh012=0.283)
A22 0.021875 mg/ml
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Fitness (Unnormalized)

SB2B 4H39 #183 (gMed=91 rho12=0.200)
Lomefloxacin 0.000390625 mM
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Fitness (Unnormalized)

SB2B 4H40 #184 (gMed=257 rh012=0.470)
D-Cycloserine 0.03125 mg/ml
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Fitness (Unnormalized)

SB2B 4H41 #185 (gMed=373 rh012=0.275)
Doxycycline hyclate 0.0001 mg/ml
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Fitness (Unnormalized)

SB2B 4H42 #186 (gMed=365 rho12=0.245)
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Fitness (Unnormalized)

SB2B 4H43 #187 (gMed=282 rho12=-0.006)
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Fitness (Unnormalized)

SB2B 4H44 #188 (gMed=236 rho12=-0.018)
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Fitness (Unnormalized)

SB2B 4H45 #189 (gMed=451 rh012=0.032)
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Fitness (Unnormalized)

SB2B 4H46 #190 (gMed=419 rho12=0.032)
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Fitness (Unnormalized)

SB2B 4H47 #191 (gMed=454 rh012=0.220)
Chloramphenicol 0.0002 mg/ml
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Fitness (Unnormalized)

SB2B 4H48 #192 (gMed=561 rh012=0.248)
Chloramphenicol 0.0004 mg/ml
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Fitness (Unnormalized)

SB2B 5H1 #193 (gMed=402 rho12=0.041)
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Fitness (Unnormalized)

SB2B 5H2 #194 (gMed=371 rho12=0.041)
TimeO
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Fitness (Unnormalized)

SB2B 5H3 #195 (gMed=454 rh012=0.222)
Tetracycline 0.0004 mg/mi
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Fitness (Unnormalized)

SB2B 5H4 #196 (gMed=493 rh012=0.423)
Spectinomycin 0.0125 mg/ml
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Fitness (Unnormalized)
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SB2B 5H5 #197 (gMed=150 rh012=0.203)
Carbenicillin 0.00195312 mg/ml
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Fitness (Unnormalized)

SB2B 5H6 #198 (gMed=47 rh012=0.138)
Carbenicillin 0.00390625 mg/ml
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Fitness (Unnormalized)

SB2B 5H7 #199 (gMed=555 rh012=0.246)
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Fitness (Unnormalized)

SB2B 5H8 #200 (gMed=624 rh012=0.286)
5-Hydroxymethylfurfural 10 mM
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=0.333)

386 rhol12

5-Hydroxymethylfurfural 20 mM

SB2B 5H9 #201 (gMed
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Fitness (Unnormalized)

SB2B 5H10 #202 (gMed=557 rh012=0.438)
Vanillin 2.5 mM
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Fitness (Unnormalized)

SB2B 5H11 #203 (gMed=536 rho12=0.238)
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395 rh012=0.479)

SB2B 5H12 #204 (gMed

copper (1) chloride 0.16 mM
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31 rho12=0.076)

SB2B 5H13 #205 (gMed

copper (1) chloride 0.3125 mM
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Fitness (Unnormalized)

SB2B 5H14 #206 (gMed=325 rh012=0.301)
Cisplatin 0.0025 mg/ml
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398 rh012=0.413)

SB2B 5H15 #207 (gMed

Cisplatin 0.005 mg/ml
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Fitness (Unnormalized)

SB2B 5H16 #208 (gMed=424 rh012=0.261)
Cisplatin 0.01 mg/ml
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Fitness (Unnormalized)

SB2B 5H17 #209 (gMed=457 rho12=0.223)

Chloride 500 mM
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Fitness (Unnormalized)

SB2B 5H18 #210 (gMed=497 rho12=0.295)

Chloride 600 mM
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Fitness (Unnormalized)

SB2B 5H19 #211 (gMed=498 rho12=0.449)

Chloride 700 mM
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342 rh012=0.210)

SB2B 5H20 #212 (gMed

Benzalkonium Chloride 0.002 mg/ml
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Fitness (Unnormalized)

SB2B 5H21 #213 (gMed=510 rho12=0.463)

Benzalkonium Chloride 0.004 mg/ml
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Fitness (Unnormalized)

SB2B 5H22 #214 (gMed=5 rh012=0.126)
Neomycin 0.2 mg/ml
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Fitness (Unnormalized)

SB2B 5H23 #215 (gMed=429 rho12=0.173)
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Fitness (Unnormalized)

SB2B 5H24 #216 (gMed=441 rho12=0.038)
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Fitness (Unnormalized)

SB2B 5H25 #217 (gMed=479 rho12=0.038)
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233 rh012=0.103)

SB2B 5H26 #218 (gMed

Minimal media, pH6
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Fitness (Unnormalized)
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SB2B 5H27 #219 (gMed=386 rh012=0.575)
Minimal media, pH7
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97 rh012=0.086)

SB2B 5H28 #220 (gMed

Minimal media, pH6
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Fitness (Unnormalized)

SB2B 5H29 #221 (gMed=403 rh012=0.567)
Minimal media, pH7
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Fitness (Unnormalized)

SB2B 5H30 #222 (gMed=291 rh012=0.567)
Anaero. fumarate (e.a.)
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Fitness (Unnormalized)

SB2B 5H31 #223 (gMed=58 rh012=0.058)
Anaero. iron(lll) citrate (e.a.)
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Fitness (Unnormalized)

SB2B 5H32 #224 (gMed=472 rh012=0.547)
Minimal media, 20C
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Fitness (Unnormalized)

SB2B 5H33 #225 (gMed=529 rho012=0.515)
Minimal media, 25C
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Fitness (Unnormalized)

SB2B 5H34 #226 (gMed=443 rh012=0.508)
Minimal media, 30C
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Fitness (Unnormalized)

SB2B 5H35 #227 (gMed=17 rho12=0.320)
Minimal media, 37C
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Fitness (Unnormalized)

SB2B 5H36 #228 (gMed=435 rh012=0.174)
LB, 20C
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Fitness (Unnormalized)

SB2B 5H37 #229 (gMed=230 rho12=0.123)
LB, 25C
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Fitness (Unnormalized)

SB2B 5H38 #230 (gMed=295 rho12=0.175)
LB, 30C
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Fitness (Unnormalized)

SB2B 5H39 #231 (gMed=392 rho12=0.174)
LB, 37C
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Fitness (Unnormalized)

SB2B 5H40 #232 (gMed=266 rh012=0.363)
Motility assay, center cut sample 1
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Fitness (Unnormalized)
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SB2B 5H41 #233 (gMed=317 rh012=0.355)
Motility assay, center cut sample 2
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Fitness (Unnormalized)

SB2B 5H42 #234 (gMed=3 rh012=0.184)
Motility assay, outer cut sample 1
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Fitness (Unnormalized)

SB2B 5H43 #235 (gMed=30 rh012=0.206)
Motility assay, outer cut sample 2
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3 rh012=0.201)

SB2B 5H44 #236 (gMed

Motility assay, outer cut sample 3
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Fitness (Unnormalized)

SB2B 5H45 #237 (gMed=4 rh012=0.209)
Motility assay, outer cut sample 4
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Fitness (Unnormalized)

SB2B AH28 #238 (gMed=292 rho12=-0.037)
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Fitness (Unnormalized)

SB2B AH29 #239 (gMed=297 rho12=-0.037)
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Fitness (Unnormalized)

SB2B AH30 #240 (gMed=287 rho12=-0.033)
TimeO
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Fitness (Unnormalized)

SB2B AH31 #241 (gMed=297 rho12=-0.033)
TimeO
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Fitness (Unnormalized)

SB2B AH32 #242 (gMed=309 rh012=0.293)
Choline chloride 200 mM
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Fitness (Unnormalized)

SB2B AH33 #243 (gMed=329 rh012=0.294)
Choline chloride 200 mM
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Fitness (Unnormalized)

SB2B AH34 #244 (gMed=6 rh012=0.213)
1-ethyl-3—-methylimidazolium chloride 30 mM
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Fitness (Unnormalized)

SB2B AH35 #245 (gMed=295 rh012=0.444)
L-Lysine 200 mM
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Fitness (Unnormalized)

SB2B AH36 #246 (gMed=6 rh012=0.211)
1-ethyl-3—-methylimidazolium chloride 30 mM
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Fitness (Unnormalized)

SB2B AH37 #247 (gMed=312 rh012=0.407)
L-Lysine 200 mM
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Fitness (Unnormalized)

SB2B AH38 #248 (gMed=230 rh012=0.230)
Cholin acetate 25 mM
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Fitness (Unnormalized)

SB2B AH39 #249 (gMed=311 rho12=0.234)

acetate 25 mM
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Fitness (Unnormalized)

SB2B AH40 #250 (gMed=3 rh012=0.253)
1-ethyl-3—-methylimidazolium lysine 7.5 mM
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Fitness (Unnormalized)

SB2B AH41 #251 (gMed=349 rh012=0.216)
LB
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Fitness (Unnormalized)

SB2B AH42 #252 (gMed=307 rho12=0.231)

Cholin acetate 25 mM
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Fitness (Unnormalized)

SB2B AH43 #253 (gMed=316 rh012=0.258)
acetate 25 mM
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Fitness (Unnormalized)

SB2B AH44 #254 (gMed=3 rh012=0.238)
1-ethyl-3—-methylimidazolium lysine 7.5 mM
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Fitness (Unnormalized)

SB2B AH45 #255 (gMed=365 rh012=0.241)
1-ethyl-3—-methylimidazolium acetate 15 mM
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Fitness (Unnormalized)

SB2B AH46 #256 (gMed=5 rh012=0.258)
Choline Lysine 16 mM
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Fitness (Unnormalized)

SB2B AH47 #257 (gMed=403 rh012=0.230)
1-ethyl-3—-methylimidazolium acetate 15 mM
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Fitness (Unnormalized)

SB2B AH48 #258 (gMed=12 rh012=0.209)
Choline Lysine 16 mM
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SB2B 7IT050 #260 (gMed=355 rh012=0.359)
outer cut, LB soft agar motility assay

Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 7IT051 #261 (gMed=397 rh012=0.384)
outer cut, LB soft agar motility assay
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329 rh012=0.382)

SB2B 7IT052 #262 (gMed

outer cut, LB soft agar motility assay
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SB2B 7IT053 #263 (gMed=330 rh012=0.389)
outer cut, LB soft agar motility assay

Fitness (Unnormalized)
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